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Introduction:

Heart disease is the number one cause of death in the United States and this study is aimed at studying the genetic link between heart disease and cholesterol levels, in particular HDL, the “good cholesterol.”  The data in this study come from 3551 subjects in the Dallas, TX and was collected by the University of Texas Southwestern Medical Center in Dallas.

For HDL, levels above 60 mg/dL are considered normal, while those below 40 mg/dL are considered low and at increased risk of cardiovascular disease.  This analysis examines the single nucleotide polymorphisms (SNP’s) of the ABC A1 gene, while taking into account the effects of age, gender, ethnicity, and triglycerides, a proxy for diet.

The genetic link between levels of HDL and the ABC A1 gene has been examined for a number of years.  The initial interest in HDL levels and the ABC A1 gene can be traced back to a cohort on Tangier Island, VA, discovered in 1961 who had virtually no HDL present in their bloodstream.  Linkage analysis of this and other genetic diseases like familial HDL deficiency points directly to the ABC A1 gene, which is responsible for transporting cholesterol across intra- and extra-cellular membranes.  Our initial goal is to verify if indeed the ABC A1 is associated with HDL for our data, and then to find which SNP’s are most responsible for this association.

All calculations were done using the S-Plus software.

Study Design:

This study consists of data from ten regions of Dallas county with an interest in individuals between 25 and 65 years of age.  Measurements for individuals included age (numeric), gender (M/F), ethnicity (1=black, 2=Hispanic, 3=white, 4=other), triglyceride concentrations (numeric, mg/dL), HDL concentrations (numeric, mg/dL) and the SNP alleles at 42 loci in the ABC A1 gene (3 factor levels, for example AA, AB, BB.)

This study intended to sample the population in an unbiased manner, and intentionally oversampled the black population to lower the effects of variance in the regions where black populations were low, but demographically different than black populations in other regions.  Subjects were recruited randomly and compensated for their time.

Methods and Analysis:

First, we will look at the data via basic summary statistics.  Then, we will analyze the role between HDL and the non-SNP covariates.  Then, we will analyze the data the role of the SNP’s in HDL level.  Finally, we will look at the role of SNP’s and covariates together in explaining HDL.

First, looking at the data, subjects 265 and 739 are missing values of TG and HDL and thus we eliminate them from our data set.

First, we can make a summary table of the statistics.
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At first glance, it appears that women have slightly higher HDL levels on average than men.  It also appears that blacks have the lowest level of TG, followed by whites and then by hispanics, which appear to have highes level of TG.  Overall, men have higher TG levels than women.  Higher TG levels and lower HDL levels for men than women is expected since historically men have higher levels of cardiovascular disease than women.

Next, let’s look at histograms of the numeric covariates (HDL, TG, Age) stratified by our levels of the factor covariates (Race, Sex) to check for normality of our data.


[image: image2.wmf]50

100

150

0

50

150

250

blackmales[, "hdl"]

0

500

1000

1500

0

200

400

600

blackmales[, "tg"]

20

30

40

50

60

70

0

40

80

120

blackmales[, "age"]

20

40

60

80

0

20

60

100

whitemales[, "hdl"]

0

200

400

600

800

1000

1200

0

50

100

200

whitemales[, "tg"]

20

30

40

50

60

70

0

20

40

60

80

whitemales[, "age"]

20

30

40

50

60

70

0

20

40

60

hispanicmales[, "hdl"]

0

200

400

600

800

1000

0

20

60

100

hispanicmales[, "tg"]

20

30

40

50

60

70

0

10

30

50

hispanicmales[, "age"]

20

30

40

50

60

70

0

2

4

6

8

12

othermales[, "hdl"]

0

100

200

300

400

500

600

0

5

10

15

20

othermales[, "tg"]

30

40

50

60

0

2

4

6

8

12

othermales[, "age"]



[image: image3.wmf]20

40

60

80

100

120

0

100

200

300

blackfemales[, "hdl"]

0

200

400

600

800

1000

1200

0

200

600

blackfemales[, "tg"]

20

30

40

50

60

70

0

50

100

blackfemales[, "age"]

20

40

60

80

100

120

140

0

40

80

120

whitefemales[, "hdl"]

0

200

400

600

800

1000

1200

0

50

150

250

whitefemales[, "tg"]

20

30

40

50

60

70

0

20

60

whitefemales[, "age"]

20

40

60

80

100

0

40

80

120

hispanicfemales[, "hdl"]

0

200

400

600

800

1000

1200

1400

0

50

100

150

hispanicfemales[, "tg"]

20

30

40

50

60

0

20

60

hispanicfemales[, "age"]

20

30

40

50

60

70

80

0

2

4

6

8

otherfemales[, "hdl"]

0

50

100

150

200

250

300

0

2

4

6

8

12

otherfemales[, "tg"]

20

30

40

50

60

0

1

2

3

4

5

6

otherfemales[, "age"]


The data for HDL and TG in each sex/age combination (with the exception of other which has small sample size and is of least interest to us) seems skewed with heavy tails to the right.  Thus, let’s perform a logarithmic transformation of the data for HDL and TG and redo the above summary plots
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Now that normality of the log transformation of the data has been established, we can perform regression analysis.

The biggest non-SNP covariate association with HDL is the negative correlation between concentrations of HDL and triglycerides.  The following plots stratify individuals by ethnicity and gender, noting that there are significant differences between men and women for blacks and whites.  We will later investigate whether the SNP analysis will explain the genetic variation between individuals.
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The residuals here are for normal linear regression as performed by regressing log(hdl) on log(tg) for each ethnic/racial group.

Next, we can include the SNP data in our analysis.  First, we will analyze the SNP effect on log(HDL) and then we will include the covariates from our previous analysis at the end.  First, let’s confirm the SNP’s are in Hardy-Weinberg Equilibrium.

Actually, we will look at the data in a new way.  We will partition the data, pulling apart the approximately top 10% of levels of HDL and the bottom 10% of HDL to see how these individuals differ genetically.  Here are the cutoffs and sample size.

x1<-blackmales[blackmales[,"hdl"]>65,] Size 91

x2<-blackmales[blackmales[,"hdl"]<35,] Size 84

x3<-whitemales[whitemales[,"hdl"]>55,] Size 52

x4<-whitemales[whitemales[,"hdl"]<30,] Size 34

x5<-hispanicmales[hispanicmales[,"hdl"]>55,] Size 25

x6<-hispanicmales[hispanicmales[,"hdl"]<30,] Size 17

x7<-blackfemales[blackfemales[,"hdl"]>75,] Size 84

x8<-blackfemales[blackfemales[,"hdl"]<35,] Size 50

x9<-whitefemales[whitefemales[,"hdl"]>75,] Size 53

x10<-whitefemales[whitefemales[,"hdl"]<35,] Size 48

x11<-hispanicfemales[hispanicfemales[,"hdl"]>65,] Size 30

x12<-hispanicfemales[hispanicfemales[,"hdl"]<30,] Size 10
Then, I found the counts of each of the SNP genotype levels for each of these subgroups.
Next, I found the expected counts of each of these SNP genotype levels when coming from the overall racial/gender group.  Then, I found the chi-squared test statistics and the corresponding p-values for each of these 12 groups.

A couple of notes: 

(1) I found the expected counts wrong in that I did not use allele frequency but instead used genotype frequency.  This will be easy to fix when I have more time.

(2) My next step was to, rather than comparing the high hdl to the general pop and the low hdl to the general pop is to compare high hdl to low hdl by a 2x3 chi-squared table.

(3) I also need to add covariate analysis for each of these racial/ethnic groups for these people in the high and the low HDL groups.

But, for now, here are my results.  Note that I rearranged the SNP to put them in order by location.

	
	
	
	
	
	
	high HDL in Black Males
	
	
	pval

	ABCA1
	?
	?
	?
	?
	?
	31
	53
	4
	33.64
	49.39
	4.97
	0.416

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	39
	45
	4
	43.7
	37.66
	6.63
	0.0843

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	51
	33
	5
	56.22
	27.93
	4.85
	0.2353

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	22
	41
	21
	22.17
	42.59
	19.2
	0.638

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	5
	45
	34
	5.919
	39.72
	38.4
	0.2473

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	73
	16
	1
	72.17
	17.1
	0.73
	0.6693

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	51
	28
	4
	49.97
	27.63
	5.41
	0.5314

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	30
	37
	13
	33.01
	39.89
	7.11
	0.0205

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	78
	5
	0
	75.4
	7.365
	0.23
	0.2981

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	30
	40
	19
	29.55
	43.27
	16.2
	0.3882

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	86
	2
	0
	85.99
	2.013
	0
	NA

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	22
	41
	27
	25.3
	44.1
	20.6
	0.1045

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	82
	0
	4
	80.1
	0.116
	5.79
	0.3985

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	88
	0
	0
	87.02
	0
	0
	NA

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	82
	0
	0
	77.94
	0
	0
	0.5781

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	67
	3
	13
	68.82
	0.814
	13.4
	0.0149

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	58
	24
	2
	58.45
	24.28
	1.27
	0.5107

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	63
	24
	2
	63.69
	23.07
	2.24
	0.7918

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	90
	0
	0
	89.3
	0
	0
	NA

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	69
	19
	1
	70.94
	17.11
	0.95
	0.6073

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	64
	18
	5
	66.02
	19.69
	1.3
	0.001

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	60
	26
	3
	59.53
	26.04
	3.43
	0.8094

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	70
	14
	1
	70.48
	14.17
	0.36
	0.281

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	84
	3
	1
	82.66
	5.107
	0.24
	0.0677

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	51
	34
	2
	54.06
	29.12
	3.83
	0.1721

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	88
	0
	0
	85.97
	0.348
	89.7
	0.5132

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	75
	5
	0
	72.08
	7.921
	0
	NA

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	7
	20
	59
	4.392
	27.86
	53.8
	0.0386

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	89
	0
	0
	87.53
	89.74
	89.7
	0.848

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	42
	5
	41
	44.35
	6.436
	37.2
	0.3621

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	52
	3
	29
	55.24
	3.553
	25.2
	0.358

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	68
	18
	3
	59.65
	26.16
	3.2
	0.0536

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	89
	0
	0
	87.06
	0
	0
	NA

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	23
	35
	30
	20.88
	44.12
	23
	0.0398

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	59
	21
	5
	59.01
	23.26
	2.72
	0.1451

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	48
	39
	3
	54.1
	31.84
	4.07
	0.1082

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	74
	10
	0
	73.76
	10.13
	0.11
	0.7331

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	43
	35
	12
	42.74
	35.26
	12
	0.9527

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	22
	41
	26
	25.01
	43.91
	20.1
	0.1292

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	6
	21
	61
	4.77
	27.9
	55.3
	0.1064

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	11
	46
	30
	9.693
	40.9
	36.4
	0.1637

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	85
	2
	0
	85
	1.879
	0.12
	0.7234


	
	
	
	
	
	
	low HDL in Black Males
	
	pval

	ABCA1
	?
	?
	?
	?
	?
	33
	44
	3
	30.6
	44.9
	4.52
	0.3955

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	41
	35
	3
	39.2
	33.81
	5.95
	0.2078

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	58
	19
	4
	51.2
	25.42
	4.42
	0.1086

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	21
	37
	22
	21.1
	40.56
	18.3
	0.3054

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	7
	36
	39
	5.78
	38.78
	37.4
	0.4699

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	59
	17
	0
	60.9
	14.44
	0.61
	0.2879

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	46
	18
	7
	42.7
	23.63
	4.62
	0.0936

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	33
	32
	9
	30.5
	36.89
	6.57
	0.1866

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	70
	4
	0
	67.2
	6.566
	0.21
	0.2495

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	32
	34
	16
	27.2
	39.87
	14.9
	0.1821

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	79
	1
	0
	78.2
	1.83
	0
	NA

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	27
	32
	20
	22.2
	38.71
	18.1
	0.1214

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	77
	0
	2
	73.6
	0.106
	5.32
	0.1266

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	81
	0
	0
	80.1
	0
	0
	NA

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	78
	0
	0
	74.1
	79.93
	79.9
	0.5875

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	63
	1
	11
	62.2
	0.735
	12.1
	0.6527

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	54
	23
	2
	55
	22.83
	1.19
	0.4506

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	62
	15
	4
	58
	21
	2.04
	0.0486

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	83
	0
	0
	82.4
	0
	0
	NA

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	69
	10
	1
	63.8
	15.38
	0.85
	0.1263

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	59
	17
	2
	59.2
	17.65
	1.16
	0.4282

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	56
	20
	4
	53.5
	23.4
	3.09
	0.3476

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	64
	13
	1
	64.7
	13
	0.33
	0.2391

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	73
	5
	0
	73.3
	4.526
	0.21
	0.6094

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	56
	19
	5
	49.7
	26.77
	3.52
	0.0552

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	77
	1
	0
	76.2
	0.309
	79.5
	0.2079

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	67
	10
	0
	69.4
	7.624
	0
	NA

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	2
	29
	49
	4.09
	25.91
	50
	0.2281

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	80
	0
	0
	78.7
	0
	0
	0.8558

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	45
	3
	31
	39.8
	5.778
	33.4
	0.1394

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	56
	4
	18
	51.3
	3.299
	23.4
	0.1759

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	53
	24
	3
	53.6
	23.51
	2.87
	0.8796

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	80
	0
	0
	78.3
	80.87
	80.9
	0.8102

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	20
	35
	24
	18.7
	39.61
	20.7
	0.2808

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	53
	26
	0
	54.8
	21.62
	2.53
	0.0621

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	44
	32
	4
	48.1
	28.3
	3.62
	0.3504

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	68
	10
	0
	68.5
	9.407
	0.11
	0.7018

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	38
	30
	13
	38.5
	31.74
	10.8
	0.4574

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	27
	34
	20
	22.8
	39.97
	18.3
	0.1746

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	3
	29
	48
	4.34
	25.37
	50.3
	0.3084

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	10
	36
	35
	9.02
	38.08
	33.9
	0.6137

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	77
	0
	0
	75.2
	1.663
	0.1
	0.1787


	
	
	
	
	
	
	high HDL in White Males
	
	pval

	ABCA1
	?
	?
	?
	?
	?
	18
	30
	3
	22.87
	22.8
	5.4
	0.036

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	39
	10
	1
	37.27
	11.4
	1.3
	0.561

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	52
	0
	0
	51.05
	0.74
	0.2
	0.326

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	27
	19
	1
	25.67
	18.1
	3.2
	0.198

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	17
	30
	3
	14.05
	31.2
	4.8
	0.248

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	47
	5
	0
	42.98
	8.6
	0.4
	0.129

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	38
	8
	1
	38.3
	7.56
	1.1
	0.832

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	27
	24
	0
	38.33
	12
	0.6
	#####

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	41
	11
	0
	45.26
	6.21
	0.5
	0.031

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	32
	20
	0
	40.19
	11.2
	0.6
	0.002

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	40
	11
	0
	44.99
	5.58
	0.4
	0.013

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	29
	23
	0
	39.64
	11.7
	0.6
	2E-04

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	41
	0
	11
	45.59
	0.63
	5.8
	0.016

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	52
	0
	0
	51.84
	0
	52
	NA

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	50
	0
	0
	48.51
	50.7
	51
	0.795

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	25
	2
	21
	24.16
	3.45
	20
	0.417

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	49
	1
	0
	49.68
	0.32
	0
	NA

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	49
	3
	0
	49.27
	2.63
	0.1
	0.689

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	52
	0
	0
	51.74
	0.1
	52
	0.744

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	52
	0
	0
	51.36
	0.53
	0.1
	0.422

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	48
	3
	0
	49.74
	1.26
	0
	NA

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	51
	0
	0
	50.69
	0.31
	0
	NA

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	48
	0
	0
	48
	0
	0
	NA

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	38
	13
	0
	42.14
	8.54
	0.3
	0.08

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	36
	15
	0
	38.91
	12.1
	0
	NA

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	51
	0
	0
	49.9
	0
	52
	NA

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	41
	9
	0
	43.14
	6.65
	0.2
	0.283

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	27
	19
	4
	27.64
	19.7
	2.7
	0.412

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	51
	0
	0
	50.38
	51.3
	51
	0.915

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	52
	0
	0
	51.15
	0
	0.8
	NA

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	52
	0
	0
	51.45
	0
	0.5
	NA

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	51
	0
	0
	48.1
	2.9
	0
	NA

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	52
	0
	0
	51.3
	52.3
	52
	0.905

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	40
	12
	0
	40.44
	10.8
	0.7
	0.351

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	27
	20
	3
	34.36
	13.9
	1.7
	0.023

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	47
	4
	1
	50.07
	1.82
	0.1
	0.001

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	34
	16
	0
	38.95
	10.3
	0.7
	0.034

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	17
	34
	1
	12.5
	38.2
	1.3
	0.143

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	29
	23
	0
	39.89
	11.5
	0.6
	#####

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	28
	20
	4
	29.32
	19.9
	2.8
	0.441

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	27
	20
	2
	25.49
	19.6
	4
	0.302

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	40
	11
	0
	45.1
	5.37
	0.5
	0.008


	
	
	
	
	
	
	low HDL in White Males
	
	pval

	ABCA1
	?
	?
	?
	?
	?
	13
	17
	4
	15.24
	15.2
	3.58
	0.4391

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	29
	4
	0
	24.6
	7.52
	0.89
	0.0684

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	34
	0
	0
	33.38
	0.48
	0.14
	0.427

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	19
	12
	1
	17.48
	12.3
	2.2
	0.3721

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	5
	22
	3
	8.431
	18.7
	2.88
	0.1587

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	29
	5
	0
	28.1
	5.62
	0.28
	0.5404

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	26
	6
	0
	26.08
	5.15
	0.78
	0.3381

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	28
	4
	0
	24.05
	7.55
	0.4
	0.0992

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	30
	3
	0
	28.72
	3.94
	0.34
	0.4311

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	30
	4
	0
	26.28
	7.31
	0.41
	0.1182

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	29
	3
	0
	28.23
	3.5
	0.26
	0.5497

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	28
	4
	0
	24.39
	7.21
	0.39
	0.1246

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	30
	0
	3
	28.93
	0.4
	3.67
	0.454

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	34
	0
	0
	33.9
	0
	34.1
	NA

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	34
	0
	0
	32.99
	34.5
	34.5
	0.83

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	16
	6
	10
	16.1
	2.3
	13.6
	0.0086

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	33
	0
	0
	32.79
	0.21
	0
	NA

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	34
	0
	0
	32.21
	1.72
	0.07
	0.1698

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	33
	0
	0
	32.83
	0.07
	33.1
	0.7951

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	32
	0
	0
	31.61
	0.33
	0.07
	0.5284

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	33
	1
	0
	33.16
	0.84
	0
	NA

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	33
	0
	0
	32.8
	0.2
	0
	NA

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	31
	0
	0
	31
	0
	0
	NA

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	26
	6
	0
	26.44
	5.36
	0.2
	0.5929

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	24
	8
	0
	24.42
	7.58
	0
	NA

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	32
	0
	0
	31.31
	0
	32.7
	NA

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	30
	2
	0
	27.61
	4.25
	0.14
	0.2153

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	21
	10
	1
	17.69
	12.6
	1.72
	0.2278

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	32
	0
	0
	31.61
	32.2
	32.2
	0.933

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	34
	0
	0
	33.45
	0
	0.55
	NA

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	33
	0
	0
	32.65
	0
	0.35
	NA

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	33
	1
	0
	32.07
	1.93
	0
	NA

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	34
	0
	0
	33.54
	34.2
	34.2
	0.9232

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	29
	4
	0
	25.67
	6.87
	0.47
	0.1477

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	27
	6
	1
	23.36
	9.46
	1.18
	0.1729

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	32
	0
	0
	30.81
	1.12
	0.07
	0.2673

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	27
	3
	1
	24.15
	6.4
	0.46
	0.0951

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	8
	24
	1
	7.933
	24.3
	0.8
	0.8171

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	30
	4
	0
	26.09
	7.5
	0.41
	0.1045

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	20
	10
	1
	17.48
	11.9
	1.66
	0.3379

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	16
	13
	1
	15.61
	12
	2.42
	0.3345

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	30
	3
	0
	29.18
	3.48
	0.34
	0.5123


	
	
	
	
	
	
	high HDL in Hispanic Males
	pval

	ABCA1
	?
	?
	?
	?
	?
	12
	8
	5
	11.68
	8.709
	4.611
	0.75261

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	18
	7
	0
	20.71
	4.184
	0.102
	0.125

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	24
	0
	1
	22.79
	2.008
	0.201
	0.02191

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	13
	9
	2
	12.52
	9.287
	2.191
	0.83416

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	9
	10
	5
	7.966
	11.8
	4.235
	0.45984

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	21
	3
	0
	22.05
	1.951
	0
	NA

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	17
	6
	0
	16.63
	5.874
	0.498
	0.47564

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	13
	10
	1
	13.24
	10.16
	0.598
	0.59795

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	20
	3
	0
	19.12
	3.786
	0.095
	0.58489

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	14
	10
	1
	14.3
	9.3
	1.4
	0.67722

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	23
	2
	0
	21.52
	3.381
	0.102
	0.38055

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	13
	11
	1
	13.68
	9.877
	1.44
	0.58608

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	23
	0
	2
	21.37
	0.101
	3.528
	0.34631

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	25
	0
	0
	24.85
	0.1
	25.05
	0.75087

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	25
	0
	0
	24.05
	25.47
	25.47
	0.81472

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	16
	2
	6
	13.64
	2.115
	8.247
	0.31085

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	24
	1
	0
	24.05
	0.847
	0.106
	0.71485

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	25
	0
	0
	23.8
	1.2
	0
	NA

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	25
	0
	0
	25
	0
	25
	NA

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	25
	0
	0
	24.29
	0.709
	0
	NA

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	23
	2
	0
	23.3
	1.7
	0
	NA

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	23
	1
	1
	23.68
	1.113
	0.202
	0.07483

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	25
	0
	0
	24.25
	0.754
	0
	NA

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	15
	5
	3
	14.72
	6.822
	1.462
	0.14629

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	20
	3
	1
	20.29
	3.415
	0.293
	0.18414

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	23
	0
	0
	22.58
	0.093
	23.33
	0.74567

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	22
	2
	0
	21.54
	2.359
	0.103
	0.68272

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	13
	7
	4
	12.1
	10
	1.9
	0.06979

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	25
	0
	0
	24.8
	25.1
	25.1
	0.96085

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	23
	0
	2
	23
	0.2
	1.8
	0.63735

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	24
	0
	0
	22.71
	0.1
	1.195
	0.24208

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	22
	3
	0
	21.1
	3.8
	0.1
	0.57964

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	24
	0
	0
	23.68
	24.16
	24.16
	0.93585

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	16
	9
	0
	16.03
	8.266
	0.706
	0.37995

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	11
	9
	3
	11.36
	9.405
	2.235
	0.58968

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	22
	3
	0
	22.76
	2.236
	0
	NA

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	20
	3
	0
	20.7
	2.204
	0.096
	0.52357

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	12
	10
	3
	10.34
	11.85
	2.811
	0.45155

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	13
	11
	1
	13.5
	10.1
	1.4
	0.64442

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	14
	7
	4
	12.86
	10.2
	1.939
	0.06932

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	13
	5
	4
	11.09
	7.21
	3.697
	0.3101

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	22
	2
	0
	20.67
	3.233
	0.098
	0.41881


	
	
	
	
	
	
	low HDL in Hispanic Males
	
	pval

	ABCA1
	?
	?
	?
	?
	?
	3
	8
	5
	7.48
	5.57
	2.95
	0.0231

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	16
	1
	0
	14.1
	2.84
	0.07
	0.2167

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	16
	1
	0
	15.5
	1.37
	0.14
	0.6166

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	11
	3
	2
	8.35
	6.19
	1.46
	0.1012

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	8
	7
	2
	5.64
	8.36
	3
	0.2149

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	17
	0
	0
	15.6
	1.38
	0
	NA

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	12
	3
	2
	12.3
	4.34
	0.37
	0.0056

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	10
	7
	0
	9.38
	7.2
	0.42
	0.4933

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	15
	2
	0
	14.1
	2.8
	0.07
	0.5535

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	11
	6
	0
	9.72
	6.32
	0.95
	0.2865

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	15
	2
	0
	14.6
	2.3
	0.07
	0.7313

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	11
	6
	0
	9.3
	6.72
	0.98
	0.2427

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	15
	0
	2
	14.5
	0.07
	2.4
	0.6985

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	17
	0
	0
	16.9
	0.07
	17
	0.7935

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	16
	0
	0
	15.4
	16.3
	16.3
	0.8513

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	9
	2
	5
	9.09
	1.41
	5.5
	0.5882

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	16
	0
	0
	15.4
	0.54
	0.07
	0.4258

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	17
	0
	0
	16.2
	0.82
	0
	NA

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	17
	0
	0
	17
	0
	17
	NA

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	17
	0
	0
	16.5
	0.48
	0
	NA

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	17
	0
	0
	15.8
	1.16
	0
	NA

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	17
	0
	0
	16.1
	0.76
	0.14
	0.3311

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	15
	0
	0
	14.5
	0.45
	0
	NA

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	8
	7
	2
	10.9
	5.04
	1.08
	0.1291

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	14
	3
	0
	14.4
	2.42
	0.21
	0.5503

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	16
	1
	0
	16.7
	0.07
	17.2
	0.0004

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	12
	3
	0
	13.5
	1.47
	0.06
	0.1795

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	8
	9
	0
	8.57
	7.08
	1.35
	0.1678

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	17
	0
	0
	16.9
	17.1
	17.1
	0.9677

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	17
	0
	0
	15.6
	0.14
	1.22
	0.224

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	17
	0
	0
	16.1
	0.07
	0.85
	0.3249

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	15
	2
	0
	14.3
	2.58
	0.07
	0.6318

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	17
	0
	0
	16.8
	17.1
	17.1
	0.946

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	11
	6
	0
	10.9
	5.62
	0.48
	0.4767

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	7
	8
	2
	8.4
	6.95
	1.65
	0.4958

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	17
	0
	0
	15.5
	1.52
	0
	NA

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	13
	4
	0
	15.3
	1.63
	0.07
	0.0493

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	9
	7
	1
	7.03
	8.06
	1.91
	0.2891

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	11
	6
	0
	9.18
	6.87
	0.95
	0.233

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	8
	9
	0
	8.74
	6.94
	1.32
	0.1579

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	11
	1
	2
	7.06
	4.59
	2.35
	0.0245

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	14
	2
	0
	13.8
	2.16
	0.07
	0.7773


	
	
	
	
	
	
	high HDL in Black Females
	pval

	ABCA1
	?
	?
	?
	?
	?
	26
	50
	5
	30.8
	45.8
	4.42
	0.2745

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	38
	41
	3
	41.5
	34.2
	6.36
	0.0635

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	44
	34
	6
	50.3
	29
	4.76
	0.1595

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	15
	40
	25
	24.5
	39.2
	16.3
	0.0037

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	2
	34
	47
	5.45
	39.5
	38.1
	0.0246

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	66
	15
	1
	67.5
	13.6
	0.88
	0.6621

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	41
	26
	10
	46.7
	25.3
	4.94
	0.0151

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	30
	44
	3
	25.7
	43.1
	8.11
	0.0473

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	73
	5
	0
	69.6
	7.93
	0.47
	0.1901

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	25
	39
	20
	27.4
	39.6
	17
	0.3898

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	82
	1
	0
	80.1
	2.75
	0.16
	0.2503

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	24
	39
	20
	22.5
	40
	20.5
	0.7025

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	80
	0
	4
	77.8
	0.49
	5.75
	0.2979

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	84
	0
	0
	83.5
	0
	84.5
	NA

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	83
	0
	0
	80.5
	84.2
	84.2
	0.7351

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	70
	0
	10
	64.5
	1.24
	14.3
	0.0847

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	45
	34
	2
	56.9
	22
	2.1
	0.0026

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	53
	28
	2
	54.2
	25.5
	3.26
	0.3862

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	83
	0
	0
	82.6
	0
	83.4
	NA

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	59
	23
	2
	62.6
	20.2
	1.21
	0.2943

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	55
	23
	1
	60.1
	17.2
	1.73
	0.0981

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	47
	34
	2
	55.6
	24.3
	3.12
	0.0174

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	56
	21
	2
	64.7
	13.3
	0.95
	0.0092

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	79
	3
	0
	77.9
	3.97
	0.08
	0.5632

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	49
	29
	4
	49.8
	28.6
	3.59
	0.7976

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	81
	0
	0
	79.6
	0
	82.4
	NA

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	71
	6
	1
	70.3
	7.31
	0.4
	0.2823

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	2
	22
	59
	2.81
	27
	53.2
	0.1784

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	83
	0
	0
	81.7
	83.7
	83.7
	0.8587

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	35
	7
	40
	39.9
	7.56
	34.6
	0.2233

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	50
	5
	24
	48.8
	3.22
	27
	0.2481

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	52
	29
	2
	55.3
	24.2
	3.55
	0.176

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	84
	0
	0
	82.9
	84.5
	84.5
	0.8863

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	18
	38
	24
	18.9
	38.8
	22.3
	0.669

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	62
	19
	2
	58.8
	21.3
	2.97
	0.3929

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	55
	25
	3
	47
	31.4
	4.64
	0.0717

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	69
	13
	0
	73.1
	8.37
	0.56
	0.0671

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	41
	25
	17
	40.7
	30.2
	12.1
	0.0903

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	24
	39
	20
	22.4
	40.1
	20.4
	0.6953

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	2
	19
	54
	2.69
	24
	48.3
	0.169

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	3
	39
	42
	9.55
	38
	36.5
	0.0206

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	82
	1
	0
	80.1
	2.85
	0.08
	0.2484


	
	
	
	
	
	
	low HDL in Black Females
	pval

	ABCA1
	?
	?
	?
	?
	?
	23
	24
	1
	18.2
	27.2
	2.62
	0.1058

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	22
	25
	1
	24.3
	20
	3.72
	0.0628

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	31
	17
	1
	29.3
	16.9
	2.78
	0.2667

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	12
	29
	7
	14.7
	23.5
	9.75
	0.1095

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	5
	24
	18
	3.08
	22.4
	21.5
	0.1689

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	38
	9
	1
	39.5
	7.97
	0.52
	0.4213

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	34
	7
	4
	27.3
	14.8
	2.89
	0.0128

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	14
	24
	7
	15
	25.2
	4.74
	0.2708

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	43
	4
	1
	42.8
	4.88
	0.29
	0.1681

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	12
	26
	10
	15.6
	22.6
	9.72
	0.2455

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	45
	3
	0
	46.3
	1.59
	0.09
	0.2402

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	11
	24
	13
	13
	23.1
	11.9
	0.5059

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	43
	2
	3
	44.4
	0.28
	3.29
	0.001

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	48
	0
	0
	47.7
	0
	48.3
	NA

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	48
	0
	0
	46.6
	48.7
	48.7
	0.7969

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	38
	2
	8
	38.7
	0.74
	8.55
	0.1394

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	26
	17
	3
	32.3
	12.5
	1.19
	0.0179

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	37
	8
	3
	31.3
	14.8
	1.89
	0.0287

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	49
	0
	0
	48.8
	0
	49.2
	NA

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	38
	10
	0
	35.8
	11.5
	0.69
	0.3075

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	29
	14
	2
	34.2
	9.77
	0.99
	0.0552

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	31
	16
	1
	32.2
	14
	1.81
	0.4097

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	33
	13
	1
	38.5
	7.92
	0.57
	0.0363

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	41
	6
	0
	44.7
	2.28
	0.05
	0.0112

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	29
	18
	1
	29.2
	16.7
	2.1
	0.4111

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	48
	0
	0
	47.2
	0
	48.8
	NA

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	45
	3
	0
	43.3
	4.5
	0.24
	0.3673

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	0
	19
	29
	1.63
	15.6
	30.7
	0.1172

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	49
	0
	0
	48.2
	49.4
	49.4
	0.8912

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	21
	4
	23
	23.3
	4.43
	20.2
	0.4202

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	29
	1
	17
	29
	1.92
	16
	0.4811

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	32
	16
	1
	32.6
	14.3
	2.09
	0.3733

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	49
	0
	0
	48.4
	49.3
	49.3
	0.9131

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	6
	27
	15
	11.3
	23.3
	13.4
	0.0687

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	33
	12
	2
	33.3
	12
	1.68
	0.8012

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	30
	18
	1
	27.7
	18.5
	2.74
	0.2533

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	41
	5
	0
	41
	4.69
	0.32
	0.5622

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	15
	24
	10
	24
	17.8
	7.15
	0.01

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	11
	25
	13
	13.2
	23.7
	12.1
	0.4702

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	0
	18
	28
	1.65
	14.7
	29.6
	0.116

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	9
	20
	15
	5
	19.9
	19.1
	0.0436

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	43
	3
	0
	44.4
	1.58
	0.05
	0.2436


	
	
	
	
	
	
	high HDL in White Females
	
	pval

	ABCA1
	?
	?
	?
	?
	?
	26
	22
	4
	24.07
	21.79
	6.141
	0.342

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	44
	8
	0
	38.95
	12.36
	0.692
	0.09

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	52
	1
	0
	52.2
	0.797
	0
	NA

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	28
	22
	1
	30.66
	17.51
	2.833
	0.109

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	16
	33
	2
	18.91
	27.9
	4.19
	0.112

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	42
	10
	0
	41.78
	9.83
	0.393
	0.528

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	39
	7
	2
	39.72
	7.789
	0.487
	0.029

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	36
	11
	3
	37.19
	12.04
	0.771
	0.01

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	46
	4
	2
	45.36
	6.24
	0.396
	0.007

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	40
	10
	3
	40.81
	11.19
	0.991
	0.04

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	47
	3
	2
	45.67
	5.932
	0.395
	0.005

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	38
	11
	3
	39.12
	11.8
	1.081
	0.062

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	46
	2
	4
	45.07
	0.39
	6.537
	0.006

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	52
	0
	0
	51.57
	0
	52.43
	NA

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	51
	0
	0
	48.63
	52.18
	52.18
	0.681

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	16
	5
	27
	23.67
	3.722
	20.61
	0.027

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	51
	0
	0
	50.8
	0.196
	0
	NA

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	51
	2
	0
	50.03
	2.972
	0
	NA

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	53
	0
	0
	52.85
	0
	53.15
	NA

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	53
	0
	0
	52.4
	0.598
	0
	NA

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	48
	4
	0
	50.11
	1.889
	0
	NA

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	53
	0
	0
	52.8
	0.199
	0
	NA

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	50
	0
	0
	50
	0
	0
	NA

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	37
	9
	2
	39.29
	8.331
	0.379
	0.008

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	43
	6
	0
	39.05
	9.481
	0.469
	0.143

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	49
	0
	0
	47.47
	0.093
	50.44
	0.669

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	41
	10
	0
	43.22
	7.485
	0.299
	0.262

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	32
	15
	5
	30.51
	18.42
	3.07
	0.166

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	51
	0
	0
	49.99
	51.5
	51.5
	0.862

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	53
	0
	0
	52.1
	0
	0.898
	NA

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	51
	0
	0
	50.3
	0
	0.701
	NA

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	50
	3
	0
	51.01
	1.989
	0
	NA

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	53
	0
	0
	51.88
	53.56
	53.56
	0.85

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	35
	14
	2
	39.69
	10.26
	1.055
	0.096

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	24
	27
	2
	33.11
	17.7
	2.188
	0.006

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	49
	3
	0
	49.15
	2.851
	0
	NA

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	46
	7
	0
	43.59
	9.004
	0.409
	0.32

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	16
	34
	3
	14.11
	37.31
	1.579
	0.177

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	38
	11
	3
	39.1
	11.84
	1.067
	0.058

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	33
	14
	5
	31.28
	17.83
	2.889
	0.117

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	26
	21
	2
	27.99
	17.9
	3.11
	0.3

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	47
	3
	2
	45.48
	6.129
	0.395
	0.004


	
	
	
	
	
	
	low HDL in White Females
	pval

	ABCA1
	?
	?
	?
	?
	?
	22
	17
	7
	21.3
	19.3
	5.43
	0.3882

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	32
	12
	1
	33.7
	10.7
	0.6
	0.4731

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	44
	1
	0
	44.3
	0.68
	0
	NA

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	29
	10
	5
	26.5
	15.1
	2.44
	0.0312

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	18
	17
	6
	15.2
	22.4
	3.37
	0.0487

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	40
	6
	0
	37
	8.7
	0.35
	0.2311

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	36
	5
	1
	34.8
	6.82
	0.43
	0.2539

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	32
	10
	1
	32
	10.4
	0.66
	0.6681

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	36
	6
	2
	38.4
	5.28
	0.34
	0.0035

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	32
	11
	2
	34.7
	9.5
	0.84
	0.1537

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	35
	7
	2
	38.6
	5.02
	0.33
	0.0022

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	32
	12
	2
	34.6
	10.4
	0.96
	0.2102

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	35
	2
	8
	39
	0.34
	5.66
	0.002

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	45
	0
	0
	44.6
	0
	45.4
	NA

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	41
	0
	0
	39.1
	42
	42
	0.7126

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	22
	4
	17
	21.2
	3.33
	18.5
	0.5971

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	42
	1
	0
	42.8
	0.17
	0
	NA

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	42
	3
	0
	42.5
	2.52
	0
	NA

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	47
	0
	0
	46.9
	0
	47.1
	NA

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	46
	0
	0
	45.5
	0.52
	0
	NA

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	45
	1
	0
	44.3
	1.67
	0
	NA

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	45
	0
	0
	44.8
	0.17
	0
	NA

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	44
	0
	0
	44
	0
	0
	NA

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	39
	6
	0
	36.8
	7.81
	0.36
	0.3422

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	41
	5
	0
	36.7
	8.9
	0.44
	0.1026

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	45
	0
	0
	43.6
	0.09
	46.3
	0.6819

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	34
	11
	0
	38.1
	6.6
	0.26
	0.0565

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	27
	19
	0
	27
	16.3
	2.72
	0.0753

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	46
	0
	0
	45.1
	46.5
	46.5
	0.8687

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	45
	0
	1
	45.2
	0
	0.78
	NA

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	45
	0
	1
	45.4
	0
	0.63
	NA

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	45
	0
	0
	43.3
	1.69
	0
	NA

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	44
	0
	0
	43.1
	44.5
	44.5
	0.8635

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	34
	12
	0
	35.8
	9.25
	0.95
	0.1729

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	30
	13
	3
	28.7
	15.4
	1.9
	0.3038

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	44
	2
	0
	43.5
	2.52
	0
	NA

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	37
	6
	1
	36.2
	7.47
	0.34
	0.207

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	12
	32
	2
	12.2
	32.4
	1.37
	0.5848

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	32
	12
	2
	34.6
	10.5
	0.94
	0.2062

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	27
	18
	0
	27.1
	15.4
	2.5
	0.0871

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	26
	13
	4
	24.6
	15.7
	2.73
	0.2847

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	36
	7
	2
	39.4
	5.3
	0.34
	0.0029


	
	
	
	
	
	
	high HDL in Hispanic Females
	pval

	ABCA1
	?
	?
	?
	?
	?
	11
	13
	5
	14.8
	8.18
	6.02
	0.0456

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	25
	4
	1
	24
	5.71
	0.27
	0.1099

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	25
	4
	1
	27.3
	2.54
	0.17
	0.0264

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	10
	16
	2
	14
	10.9
	3.16
	0.0468

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	5
	19
	6
	8.83
	15.3
	5.89
	0.1086

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	25
	3
	0
	25.8
	2.08
	0.17
	0.4392

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	19
	8
	2
	19.8
	8.17
	1.01
	0.315

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	17
	12
	1
	18.9
	9.94
	1.19
	0.4228

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	27
	3
	0
	26.7
	2.91
	0.36
	0.5434

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	17
	9
	4
	19.2
	9.16
	1.64
	0.0565

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	26
	2
	0
	25.4
	2.3
	0.33
	0.5361

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	16
	9
	4
	17.6
	9.61
	1.79
	0.087

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	28
	0
	2
	27.2
	0.36
	2.49
	0.4904

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	30
	0
	0
	29.7
	0
	30.3
	NA

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	29
	0
	0
	27.9
	29.5
	29.5
	0.8061

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	16
	2
	9
	13.8
	2.82
	10.4
	0.3774

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	24
	1
	1
	25.2
	0.71
	0.08
	0.0009

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	29
	1
	0
	28.1
	1.84
	0.09
	0.478

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	30
	0
	0
	29.9
	0
	30.1
	NA

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	28
	1
	0
	27.8
	1.1
	0.08
	0.7583

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	26
	1
	1
	26.3
	1.58
	0.08
	0.0013

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	26
	1
	1
	27
	0.82
	0.16
	0.037

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	27
	1
	1
	28.4
	0.54
	0.09
	0.0019

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	19
	10
	1
	18.3
	9.82
	1.88
	0.5081

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	26
	4
	0
	26
	3.7
	0.26
	0.5908

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	30
	0
	0
	29.3
	0.09
	30.6
	0.733

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	26
	3
	0
	26.6
	2.42
	0
	NA

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	13
	14
	3
	16.5
	10.6
	2.86
	0.1763

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	30
	0
	0
	29.6
	30.2
	30.2
	0.928

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	27
	0
	2
	26.3
	0.17
	2.56
	0.5759

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	27
	0
	1
	25.9
	0.08
	2.04
	0.4163

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	22
	8
	0
	25.1
	4.76
	0.18
	0.0975

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	30
	0
	0
	29.3
	30.3
	30.3
	0.876

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	18
	10
	2
	20.3
	8.41
	1.3
	0.3336

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	16
	10
	4
	15.5
	11.4
	3.05
	0.4855

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	28
	2
	0
	28
	1.75
	0.26
	0.5854

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	25
	4
	0
	25.9
	2.64
	0.43
	0.2805

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	12
	16
	2
	11.4
	15.3
	3.28
	0.4548

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	17
	9
	4
	18.2
	10.1
	1.73
	0.0758

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	13
	14
	3
	16.8
	10.4
	2.81
	0.1402

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	8
	15
	6
	13.3
	10.7
	4.99
	0.0438

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	28
	2
	0
	27.2
	2.47
	0.35
	0.4941


	
	
	
	
	
	
	Low HDL in Hispanic Females
	pval

	ABCA1
	?
	?
	?
	?
	?
	6
	1
	2
	4.59
	2.54
	1.87
	0.2416

	ABCA1_51_LHDL1_2
	?
	?
	TT
	CT
	CC
	8
	2
	0
	8.01
	1.9
	0.09
	0.7591

	ABCA1_4_RHHDL1_1
	int/UTR
	45961
	CC
	CA
	AA
	10
	0
	0
	9.1
	0.85
	0.06
	0.3189

	ABCA1_3_LHDL2_1
	787
	67409
	GG
	GA
	AA
	6
	2
	1
	4.49
	3.5
	1.02
	0.2829

	ABCA1_4_LHDL2_1
	969
	70571
	GG
	AG
	AA
	1
	8
	1
	2.94
	5.09
	1.96
	0.0645

	ABCA1_8_RHHDL1_1
	1249
	88760
	CC
	CT
	TT
	9
	1
	0
	9.2
	0.74
	0.06
	0.6952

	ABCA1_8_RHHDL1_2
	1261
	88772
	GG
	GA
	AA
	6
	3
	1
	6.84
	2.82
	0.35
	0.2479

	ABCA1_10_HH1_1
	int/UTR
	91957
	AA
	AG
	GG
	6
	2
	1
	5.66
	2.98
	0.36
	0.219

	ABCA1_14_RLHDL3_1
	int/UTR
	99960
	CC
	AC
	AA
	10
	0
	0
	8.91
	0.97
	0.12
	0.2685

	ABCA1_14_HH1_2
	int/UTR
	100322
	CC
	CT
	TT
	6
	3
	1
	6.4
	3.05
	0.55
	0.5273

	ABCA1_16_RLHDL3_2
	2786
	103405
	GG
	AG
	AA
	10
	0
	0
	9.06
	0.82
	0.12
	0.3088

	ABCA1_17_HH1_1
	2962
	104685
	AA
	AG
	GG
	5
	4
	1
	6.07
	3.31
	0.62
	0.4501

	ABCA1_18_RHHDL4_2
	int/UTR
	106422
	CC
	GG
	CG
	10
	0
	0
	9.05
	0.12
	0.83
	0.3065

	ABCA1_19_RHHDL3_1
	int/UTR
	107546
	GG
	CC
	none
	10
	0
	0
	9.91
	0
	10.1
	NA

	ABCA1_19_RLHDL4_1
	?
	?
	AA
	none
	none
	10
	0
	0
	9.63
	10.2
	10.2
	0.8854

	ABCA1_21_HH1_1
	int/UTR
	109689
	TT
	GG
	TG
	7
	1
	2
	5.11
	1.05
	3.85
	0.2074

	ABCA1_22_RHHDL1_1
	3677
	110396
	CC
	CT
	TT
	8
	1
	0
	8.73
	0.25
	0.03
	0.1208

	ABCA1_23_RHHDL1_1
	3829
	111806
	GG
	GC
	CC
	10
	0
	0
	9.36
	0.61
	0.03
	0.407

	ABCA1_23_RHHDL3_3
	int/UTR
	112002
	TT
	TG
	none
	10
	0
	0
	9.97
	0
	10
	NA

	ABCA1_24_RHHDL1_2
	3946
	112909
	AA
	AG
	GG
	9
	0
	0
	8.63
	0.34
	0.03
	0.536

	ABCA1_24_RHHDL1_4
	?
	?
	GG
	GA
	AA
	10
	0
	0
	9.4
	0.57
	0.03
	0.4263

	ABCA1_24_RHHDL2_2
	3997
	112960
	GG
	GA
	AA
	9
	1
	0
	9.65
	0.29
	0.06
	0.178

	ABCA1_27_RHHDL1_2
	?
	?
	GG
	GA 
	AA
	9
	0
	0
	8.8
	0.17
	0.03
	0.6542

	ABCA1_30_LHDL2_1
	4594
	122733
	GG 
	GA
	AA
	4
	5
	1
	6.1
	3.27
	0.63
	0.1728

	ABCA1_31_RHHDL1_1
	?
	?
	TT
	TG
	GG
	9
	1
	0
	8.68
	1.23
	0.09
	0.705

	ABCA1_33_LHDL1_1
	int/UTR
	126894
	CC
	AC
	none
	9
	0
	0
	8.79
	0.03
	9.18
	0.8518

	ABCA1_33_RLHDL3_1
	?
	?
	GG
	CG
	CC
	8
	1
	0
	8.25
	0.75
	0
	NA

	ABCA1_34_LHDL1_1
	5073
	128634
	GG
	AG
	AA
	5
	4
	0
	4.96
	3.19
	0.86
	0.3022

	ABCA1_35_RLHDL3_1
	5254
	129336
	TT
	none
	none
	10
	0
	0
	9.87
	10.1
	10.1
	0.9584

	ABCA1_36_RHHDL1_1
	int/UTR
	130791
	TT
	CC
	CT
	10
	0
	0
	9.06
	0.06
	0.88
	0.3081

	ABCA1_37_RHHDL1_1
	int/UTR
	132672
	TT
	CC
	CT
	10
	0
	0
	9.24
	0.03
	0.73
	0.3653

	ABCA1_40_RHHDL2_2
	int/UTR
	136132
	CC
	CT
	TT
	9
	1
	0
	8.35
	1.59
	0.06
	0.5675

	ABCA1_43_HH1_1
	int/UTR
	138360
	AA
	none
	none
	10
	0
	0
	9.77
	10.1
	10.1
	0.9282

	ABCA1_43_RHHDL1_1
	?
	?
	TT
	TC
	CC
	8
	2
	0
	6.76
	2.8
	0.43
	0.3455

	ABCA1_44_LHDL1_1
	int/UTR
	140799
	TT
	TC
	CC
	4
	4
	2
	5.17
	3.81
	1.02
	0.2684

	ABCA1_45_RHHDL1_2
	6496
	141216
	CC
	TC
	TT
	10
	0
	0
	9.33
	0.58
	0.09
	0.3958

	ABCA1_47_RHHDL3_2
	int/UTR
	142945
	AA
	AC
	CC
	9
	1
	0
	8.94
	0.91
	0.15
	0.6928

	ABCA1_48_RHHDL1_2
	int/UTR
	143816
	CG
	GG
	CC
	5
	3
	2
	3.79
	5.11
	1.09
	0.1559

	ABCA1_I883M
	?
	?
	AA
	AG
	GG
	6
	3
	1
	6.07
	3.35
	0.58
	0.5564

	ABCA1_K1587R
	?
	?
	GG
	GA
	AA
	6
	4
	0
	5.61
	3.45
	0.94
	0.3056

	ABCA1_R219K
	?
	?
	GG
	AG
	AA
	4
	5
	1
	4.59
	3.69
	1.72
	0.3572

	ABCA1_V825I
	?
	?
	GG
	AG
	AA
	10
	0
	0
	9.06
	0.82
	0.12
	0.3081


_1144481884.bin

_1144482075.bin

_1144483400.xls
Chart1

		Mean HDL		Mean HDL		Mean HDL		Mean HDL		Mean HDL		Mean HDL

		SD HDL		SD HDL		SD HDL		SD HDL		SD HDL		SD HDL

		Mean TG		Mean TG		Mean TG		Mean TG		Mean TG		Mean TG

		SD TG		SD TG		SD TG		SD TG		SD TG		SD TG

		Mean Age		Mean Age		Mean Age		Mean Age		Mean Age		Mean Age

		SD Age		SD Age		SD Age		SD Age		SD Age		SD Age



Black Males

White Males

Hisp Males

Black Females

White Females

Hispanic Females

49.9

42

42.1

53.9

54.2

48.3

16

10.2

9.7

14.5

16.5

11.5

120.8

156.9

166.8

97.4

122.5

139.8

115.4

123.3

129.9

75.5

86.6

129.6

45.1

44.3

40.3

44.6

45.4

40.2

10.3

9.5

9.5

10.2

10.4

8.9



Sheet1

				Black Males		White Males		Hisp Males		Black Females		White Females		Hispanic Females

		Mean HDL		49.9		42		42.1		53.9		54.2		48.3

		SD HDL		16		10.2		9.7		14.5		16.5		11.5

		Mean TG		120.8		156.9		166.8		97.4		122.5		139.8

		SD TG		115.4		123.3		129.9		75.5		86.6		129.6

		Mean Age		45.1		44.3		40.3		44.6		45.4		40.2

		SD Age		10.3		9.5		9.5		10.2		10.4		8.9

		Counts		773		499		251		1057		544		350






_1144486150.bin

_1144482038.bin

_1144481790.bin

